Fusion methodologies for biomedical data.
Data fusion methods are powerful tools for integrating the different views of an organism provided by various types of experimental data. We describe various methodologies for integrating and drawing inferences from a collection of biomedical data, primarily focusing on protein and gene expression data. Computational experiments performed using biomedical data, including known protein-protein interactions, hydropathy profiles, gene expression data and amino acid sequences, demonstrate the utility of this approach. Overall, studies agree in that methodologies using carefully selected data of various types to predict particular classes, groups and interactions, perform better than when applied to a single type of data.